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The Human Genome at 10

nature

www.nature.com/nature Vol 464 | Issue no. 7289 | 1 April 2010

The human genome at ten

Nearly a decade on from the completion of the draft sequence of the human genome, researchers should
work with the same intensity and focus to apply the results to health.
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So What Do You Do With Genes When
You Find Them?

TaABLE 1. BResunTs OF GENETIC TESTING
™~ A HyroTHETICAL PATIENT ™ 201 0.

LiFET IMaE
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Reduced risk
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Elevated risk

Coronary artery discase AMMOR, CETH N 7

Colon cancer FOCOL, A 23

Lung cancer NAT2 40
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A reality check for personalized medicine

Bringing genetic information into health care is welcome but its utility in the clinic needs A H U MAN
to be rigorously reviewed, caution Muin J. Khoury, James Evans and Wylie Burke. GENONE

Personal Genomics and Personalized privacy issues — notably tests for psychiatric  tabulated in the boak, only a few have with-
Medicine or behavioural traits. There is no reasonto  stood the rigour of evidence-based reviews.

by Hamid Bolour! suppose that gene variants or protein mark- Whenever new health technology is offered

Impenial College Press: 2010. 280 pp. £34 ers associated with an increased risk of heart  directly from the Internet or through clinical

discase, macular degeneration or a host of  testing, it is tempting to think that the rules

other common conditions will require special  have changed. But they have not. It is impor-

Excitement about how genomicswill transform  protection, any more than non-genetic risk  tant to remember that good ideas and scien-

health care grows every time genes for com-  factors and biochemical markers do now. tific discoverics alone are insufficient to guide
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Genomics Translation Research:
From Bench to Population Health Impact

Reducing the
Burden of
Disease




GenomicsTranslation Research:
From Bench to Population Health Impact
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The Evidence Dilemma In o
Genomic Medicine

We need a roadr or the appropriate integration of genomic
discoveries into clinical practice.
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Genomics Translation Research:

From Bench to Population Health Impact

Invention
Of the
Year

Your genome used to
be a closed book. Now
a simple, affordable test
can shed new light on
E1i¥thn1g from your
igence to your
ggﬁ:lt health risks.
Say hello to your bNna—
ifyou dare

BY ANITA HAMILTON

“The personal genomics train has left the station...”
Mousses S et al. Oncogene,2009;27:S58

TIME's Best Inventions of 2008

Invention of the Year Next b

1. The Retail DNA Test

By Anita Hamilton

Top Stories on
Time.com
A Dismal Earnings
Outlook on Wall Street
TIME's Best Inventions off
2008
The Ohio Republican
County That Could Tip
the Election
GM Needs Bankruptcy,
Not a Bailout
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Genomics Translation Research:

From Bench to Population Health Impact

Discoveries
(e.g. genetic
risk factor)
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Genomics Translation Research:
From Bench to Population Health Impact

Discoveries
(e.g. genetic Cancer Candidate
risk factor) Genomic Applications 4thQ/09

(SOURCE: CDC)

other

gene expression
proteomic
epigenetic
multiple genes

single gene

prognostic )
copy humber variants

diagnostic

screening

pharmacogenomic

risk prediction

other

10 20

frequency

frequency

Reducing the
Burden of
Disease




Genomics Translation Research:
From Bench to Population Health Impact

T1: Biology, Genetic Epi, o
Biobanks, Early trials In 2007, 0.5%

of Published
«——  Cancer Genomic:

T2: Clinical Studies, RCTs !
Research is T2+

82% of 2007 NCI
genomics research

16% of 2007 NCI
genomics researc

T3: Implementation Research

/

<1% of 2007 NCI
genomics researc

T4: Outcomes
& Surveillance
Research

<1% of 2007 NCI
genomics researc
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From Translation Research to Actual Translation:
Stakeholder “Push and Pull Forces”

m Rapidly evolving technology

m Industry incentives for research and
development

m Marketing

m Policy and oversight

m Consumer awareness and demand

m Professional clinical practice guidelines
m Clinical practice liability issues

m Differential access and disparities

aoverage and reimbursement
GAPpNet




Push and Pull Forces in Genomics
Translation

Very Little Data from Translation Research

// \\

Gene T1 Health T2 T3 Health T4  Health
Discovery Application Practice Impact

Recommendation

DISCOVERY :> <:: PRACTICE

GAPpNet



What Happens with Low Threshold for
Translation into Practice? (Short T1/T2)

Very Little Data from Translation Research

// \\

Gene T1 Health 12 T3 Healtly4 Health
Discovery  Application Practice Impact
DISCOVERY PRACTICE

Little information on clinical validity
No information on clinical utility
Potentially no coverage

Potential for increased harms
Potential for increased benefits

: Use based on expert opinion
GA|5|5Net Stimulate innovation




What Happens with High Threshold for
Translation into Practice? (Long T1/T2)

Very Little Data from Translation Research

// \\

Gene T1 Health T2 T3 Health T4 Health
Discovery Application Practice Impact
DISCOVERY PRACTICE

Valid, useful tests

Strong evidence

Good reimbursement

Lower incentive for innovation
Diminished potential for harms

But Potential for diminished benefits

GAPpNet




Challenges in Translating Genomics
iInto Population Health Benefits

m Premature translation: low threshold
m “Lost In translation”; high threshold

m \What we need

= The knowledge and wisdom to know the
difference and act accordingly

= The will, capacity, policies and resources to
act

GAPpNet
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m Genomics translation research: data urgently
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m From translation research to actual translation:
stakeholder perspectives

m The Genomic Applications in Practice and
Prevention Network (GAPPNet )
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What is GAPPNet?

REVIEW

. . - - Genetics in Medicine August 2009
L CO”aborat|On Of |nd|V|dua|S The Genomic Applications in Practice and Prevention

Network

and organizations interested 1 |
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GAPPNet Mission

m [0 accelerate and
streamline the effective
translation of validated
genomic knowledge into
the practice of medicine
and public health in the

Home AboutUs Genomic Applications Froject Locator Getinvolved ContactUs

United States, by pertisml - L
empowering research : )
and evaluation, and Frrll (e [e——
disseminating high quality( 7 W
Information on promising et

genomic applications Iin
practice and prevention

GAPpNet




Two Overarching GAPPNet Themes

m Theme 1: .
Empowering = Fill knowledge
research through JEIps
the translation
continuum

m Theme 2: Linking = Enhance
stakeholders to evidence-based
Information from translation
translation
research

GAPpNet



GAPPNet

Putting Stakeholders “in the Same Room”

and Connecting them to Data
Theme 1-Building the Data from Translation Research

<// \\

Discovery T1 Health T2 T3 Health T4  Health
Application Practice Impact

Recommendation

DISCOVER PRACTICE

Theme 2- Dealing with Stakeholder Forces Affecting Translation

GAEf‘f)iV;iet




Knowledge Synthesis and Brokering

s Knowledge Synthesis

= Conducting systematic reviews and evidence
synthesis on the health impact of using specific
applications in practice

m Knowledge Brokering

= Facilitating interactions of stakeholders so that
they can better understand one another’s goals
and cultures.

GAPpNet



GAPPNet Inaugural Meeting

October 29

- Ann Arbor, Michigan

2009
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What are the 4 Domains of GAPPNet?

Evidence-based
Recommendations

Knowledge .
Synthesis Translation

Programs

& Network of
Dissemination Stakeholder
Groups

Translation
Research

GAPpNet



Linking evidence to practice
in a credible and transparent way

Evidence-based
Recommendations

Knowledge .
Synthesis Translation

& Network of Proarams
Dissemination Stakeholder g

Groups

. : Integrate into
Determining and sharing pc

clinical and
what we know and

, public health
what we don’t know : .
. Translation practice thru
and how we know it :
Research education,
policy

surveillance &

: Research to fill gaps evaluation
GA|5|:'>Net and how to implement



GAPPNet Network of Stakeholder Groups
(A Network of Networks)

ersonalized Medicine
oalition N

CHPEG

enetic Alllance
overnment partners
PHA Genomics Forum =4

OOZ20T7T0

What's N

Bublications

= |[OM Roundtable on *4
enomics Translation

m Others
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GAPPNet Domain 1. Knowledge
Synthesis & Dissemination
GAPP Knowledge Base

GAPP KHOWledge Base (beta version)

An integrated, searchable knowledge base of genomic applications in practice and prevention (GAPP).

Home About GAPPNet™ Contact

Spol

i 2]
GAPP Finder ] NOPHG/CDC launches the GAPP KB: The National Office of SR A L
EGA Journal 2 Public Health Genomics (NOPHG) launched the GAPP KB, an on- GAPP KB is a resource serving the information

GAPPNet 2| line resource providing access to information on genomic needs of diverse stakeholders in the responsible

applications in practice and prevention. Read more about GAPP translation of genomic research into applications

EGAPP 2

KB for use in public health and health care... more

Related Links

AHRQ
FDA

(GeneTests ® Medical News Today, April 13: Scientists find new genetic clue for multiple myeloma diagnosis, treatment

NeWs related to genomic applications in practice and prevention

¢ Baltimore Sun, April 12: Genetic tests can unravel the mysteries of your DNA

http:/ /www.hugenavigator.net/ GAPPKB/home.do




GAPPNet Domain 1. Knowledge
Synthesis & Dissemination
GAPP Finder

GAPP Knowledge Base (version 1.0)

An integrated, searchable knowledae base of genomic applications in practice and prevention (GAPF).

GAPP KB > GAPP Finder Last data update: Apr-07-2010. (Total 153 GAFPs)

GAPP Finder

Data collected since July 2009

Home | About | Search Instructions | FAQ=

# Enter search terms into the text box.
# Search terms can include diseasze, test, gene, drug, company name, trade name, etc.
# Simple Boolean operators are allowed (such as AND or OR).

The GAPP Finder is a searchable database of genetic tests and genomic applications in transition from research to clinical
and public health practice. The search query can include disease, genes, drug, test, etc. The results can be further refined

using the filtering feature.

Note: Database includes genomics applications identified since July 2008.

Disclaimer: The GAPP Finder is supported by CDC's National Office of Public Health Genomics; howsver,
the information and links in this knowledge base do not constituts an endorsement by CDC or the federal
government, and none should be inferred.

!’5@ Wo
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GAPPNet Domain 1: Knowledge
Synthesis & Dissemination

GAPP Finder

Search Results (Found a total of 153 potential GAPPs )

records 1-25 == Sorted by | Entered Date | ¥ order: | Descending |+

- To fine-tune the query results, use these filter functions -

Dizease Gene Drug Summary

Filtered By: Application Status Year

Disease/Disorder Test to be Assessed Target Population Intended Use Entered Date Detail

To be used in conjunction with a
patient's clinical data and results

. . Gene expression signature (blood Patients presenting with mild .
Alzheimer's dizease F Ig] ( F_lt_ gt from other tests in order to 03/31/2010 Detail |
zample cognitive symptoms ) )
P g ymp establish a probable Alzheimer's
disease diagnosis
To classify breast cancer into
g80-gene expression signature for . . Baszal-type, Luminal-type and
. . Women diagnosed with breast . Detail
Breast cancer molecular subtyping {tumor biopsy EREBB2-type cancers following a | 03/31/2010 |
. cancer ) .
specimen) risk assessment with
MammaFrint.
At ot ch | mi s To obtain a genetic diagnosis for
utism spectrum romasomal microarray analysis . ) )
. P . Y '9’ Mot =pecified a child suspected of having 03/24/2010 Detail |
disorders (CMA) (tissue sample not specified) . .
autism spectrum disorder
92-gene molecular cancer classifier
(wvariety of tiszsue specimens . .
. . . Metastatic cancer patients whose . . .
including FFPE blocks from surgical . L To identify the primary tumor
. . L. . primary tumor is either poorly . .
resections, excisional biopsies, fine : . . . type in order to =elect optimal Detail
Cancer . . differentiated or undifferentiated . . . 03/24/2010 |
needle aspirates (FNA) and biopsy, . . therapies and potentially improve
. following asses=ment using
core needle biopsies, cell blocks . . ) treatment outcomes
. . conventional diagnostic tests
(pleural effusions, ascites, and
FMAs), and bone marrow)
An immunohistochemistry (IHC) To select patients with metastatic W
3 . assay used to identify patients with | Individuals with stomach/gastric stomach (gastric) cancer who J
GAF Gastric cancer Y vp g (g ) 03/24/2010 &

HERZ-positive metastatic cancer
(tumor sample]

cancer

may benefit from Herceptin
treatment.

ALTHIER - PEOBLE



GAPPNet Domain 1. Knowledge
Synthesis & Dissemination
EGA Journal

-~ Evidence for Genomic Applications e “searcn

hitp:/fwww.cdc.gow'genomics/ @' Search this collection |_! Search all knols

® There are no pending collection submissions Edit this collection | | Write a knol |

. . . . GAPPNet
Evidence for Genomic Applications )

& o
A moderated collection for open sharing of systematic reviews and summaries with GAPF‘)Net
researchers and the public.

Health-related applications of genomic research are increasingly available to practiioners and the
public but information on their validity and utility is often fragmented. Evidence for Genomic
Applications aims to provide updated, systematic reviews and summaries of available data and to
highlight gaps. Evidence for Genomic Applications content is moderated by an expert group of
researchers in genetics and knmowledge synthesis. Mo rating

Your rating:

@® Link # Citation [ Email (&) Print Favorite

o}, Moderator-centric collection

43 Moderated collaboration

Py & a
) . ‘ - ‘ . . (#) Creative Commons Aftribution

3.0 License

5"
“"'_,_Il “ Amammud Version: 46

About this Collection |-Board_ of Expert Moderators | Submitting an Article | FAQs Last ediled: & hours ago.

GAPPNet also wrote

- About this Collection
Sort by: accepted date Reverse sort Submitting an Article to
Evidence for Genomic
Applications

Submit a knol to this collection




GAPPNet Domain 1. Knowledge

Synthesis & Dissemination
EGA Journal

Knol i

DRAFT: CYP2D6 testing to predict response to
tamoxifen in women with breast cancer

Pharmacogenomic

Tamoxifen, a selective estrogen receptor modulator, is the standard of care for premenopausal women
with estrogen or progesterone receptor-positive breast cancer and a valid option for treating post-
menopausal women. However, a substantial number of tamoxifen-treated patients relapse following
surgical resection, while remain disease-free for many years. It appears that the primary effectors of
tamoxifen activity are its active metabolites, rather than tamoxifen itself. Cytochrome P450 (CYP)

enzymes, CYP2D6 in particular, play amajor role in the metabolism of tamoxifen to active metabolites.

More than 75 germline CYP2Dé variants have been identified.

A test predicting lack of response to tamoxifen could supplement information used by clinicians and
patients in treatment decision-making. For example, physicians and patients may opt to switch to an
alternative therapy upfront.

Contents
Clinical Scenario
o TestDescription
FPublic Health Importance
FPublished Reviews, Recommendations and Guidelines

v e e e
Evidence Qverview

o Links

@ Link (# Citation G2 Email (& Print Favorite ﬁ Collect this page

Edit this knol | | Writea knol |

GAPPINet

GAF"ﬁw'P;iet

Your rating:

Mo rating

Is this knol as good or better than the top 10
search results on its topic?
Mo Yes Meutral

I8 Moderated collaboration

(¥ Creative Commaons Attribution
3.0 License

Yersion: 21
Last edited: Mar 25, 2010 1:33 \Verzions
P

Reviews



GAPPNet Domain 1. Knowledge
Synthesis & Dissemination

EGA Journal

GAPPNet also wrote

Board of Expert Moderators

Clinical Scenario About this Collection
Template: [Title indicating
type of test and intended use]
Submitting an Article to

i aromatase inhibitors (for post-menopausal women in particular [1]. Evidence for Genomic
Applications

DRAFT2: Tumor gene
expression profiling in women
with breast cancer

Testing of women with non-metastatic breast cancer to predict those who will not respond to tamoxifen therapy

could inform decisions regarding choice of alternative treatment strategies including chemotherapy or the use of

Test Description

o Analysis of multiple single nucleotide polymorphisms, deletions or duplications in CYP2D6 by DNA-based
methods. (9 knols and collections)

| o Genotype-based prediction of CYP2D6 enzymatic activity ([2][3][4]; see also Links section) categorizes Knol translations

patients into: . :
, ] , , , Help translate this knol into your language.

o Ultra metabolizers (carrying multiple or duplicated functional alleles)

o Extensive metabolizers (carrying ‘normal” function alleles) Search for uses of this page ¥

o Intermediate metabolizers

o Slow metabolizers (carrying only no-or low-function alleles) Categorles

£ Add a category

Public Health Importance

Learn more about categories




GAPPNet Domain 1. Knowledge
Synthesis & Dissemination

EGA Journal

Published Reviews, Recommendations and Guidelines Y Public actvty feed

Systematic evidence reviews
Agency for Healthcare Research and Quality (AHRQ), Evidence Report/Technology Assessment (Draft
Technology Assessment) [6].

1 Flaqg inappropriate content

Recommendations by independent group
There are no recommendations by an independent group.

Guidelines by professional groups

American Society of Clinical Oncology clinical practice guideline update on the use of pharmacologic interventions
including tamoxifen, raloxifene, and aromatase inhibition for breast cancer risk reduction: “Given the limited
evidence, CYP2D8 testing is currently not recommended in the preventive setting” [7].

Evidence Overview

Analytic Validity: Test accuracy and reliability in measuring [indicate analytes or other
entities measured] (analytic sensitivity and specificity).
¢ Based on an AHRQ Evidence Report on antidepressants (includes reference to 2 FDA documents on the
Roche Amplichip®) [8]:
( o Very limited published data on few CYP2D6 polymorphisms, and with important methodological
shortcomings.

- AN



GAPPNet Domain 1. Knowledge
Synthesis & Dissemination
EGA Journal

Clinical Validity: Test accuracy and reliability in [supporting clinical or public health assessment] (predictive
value).

¢ Based onan AHRQ Draft Technology Assessment that included 13 studies [6].
o Large between-study variability in classifying genotypes to extensive, intermediate or slow metabolizers.

o Most studies evaluated surrogate endpoints, such as disease- or recurrence free survival. Results were
inconsistent in direction and formal statistical significance.

o Afew evaluated overall survival. None demonstrated any significant differences in overall survival by
CYP2DE6 status.

o Most reviewed studies had methodological shortcomings.

o Based on an earlier-published systematic review of 10 studies (included in the above review):

o Study results on the association between CYP2D8 status and breast cancer recurrence are “widely
heterogeneous with relative-risk estimates outside the range of reasonable bounds™[3].

¢ Recent additions to the literature include:

o Acohort of 1325 post-menopausal women with breast cancer who received tamoxifen following surgery

demonstrated that carrying two functional CYP2D6 alleles is associated with significantly improved event-
and disease-free survival, but did not find significant associations with overall survival [9]. This study
partially overlaps with studies included in the aforementioned reviews [10].

o A study of 282 women receiving tamoxifen monotherapy demonstrated that recurrence-free survival

GAFl'Pl T




GA

GAPPNet Domain 1. Knowledge
Synthesis & Dissemination
EGA Journal

Clinical Utility: Net benefit of test in improving health outcomes.
¢ No clinical trial has evaluated the net benefit of testing versus no testing in improving health outcomes

¢ We did not identify any modeling analysis that compared the expected benefits and harms of patient
management strategies that are informed by CYP2D6 testing versus patient management strategies that are
not informed by such testing.

Links

¢ Human Cytochrome P450 (CYP) Allele Nomenclature Committee, CYP2DE6 allele nomenclature
(http://www.cypalleles.ki.se/cyp2d6.htm, last accessed: March 15th, 2010).

Last updated: March 15, 2010

References

1. Early Breast Cancer Trialists' Collaborative Group (EBCTCG). Effects of chemotherapy and hormonal therapy
for early breast cancer on recurrence and 15-year survival: an overview of the randomised trials. Lancet. 2005
May 14-20:365(9472):1687-717. PubMed PMID: 15894097.



GAPPNet Domain 2: Evidence based
Recommendations

9\@"‘." 2 Py,

G 1) gl - valuation of Genomic Applications in Practice and Prevention (EGAPP)

).-\.fl‘ﬁ' ¢ Kphcators
ke ind Prieverion

Home
ce [0 P;
About EGAPP (’, ¢e 0% a%?@

Working Group

Understanding EGAPP G A
Topics

Evaluation of Genomic Apphications
Methods in Practice and Prevention

Evidence Reports

contextual factors, highlights critical knowledge gaps, and provides suidance on appropriate use of genetic tests in specific clinical

Recommendations :
SCenarios.

Evaluation of Genomic Applications in Practice and Prevention (EGAPP) is an initiative
launched in 2004 to support a coordinated, systematic process for evaluating genetic tests
and other genomic applications that are in transition from research to clinical and public

health practice in the United States.

The EGAPP Working Group was established in 2005 to support the development of a
systematic process for assessing the available evidence regarding the validity and utility of
rapidly emerging genetic tests for clinical practice. This independent, multidisciplinary

panel prioritizes and selects tests, reviews CDC-commissioned evidence reports and other

uuuuuuuuuuuuuuuuuuuuuu



GAPPNet Domain 3: Translation
Programs

m [ranslation programs on candidate applications

m Sponsored by CDC, NIH, AHRQ and other
groups including private sector

m Develop and evaluate decision support tools
m Assess utilization, barriers and health impact

GAPpNet



GAPPNet Domain 4: Translation
Research

m [ranslation research on genomic candidate
health applications

m Sponsored by CDC, NIH, AHRQ and other
groups including private sector

m Comparative effectiveness research

GAPpNet




Comparative Effectiveness Research and
Genomic Medicine!

m CER Is the generation and synthesis }
of evidence that compares the
. . ——
benefits and harms of alternative Lk MATLOMAL P PO
' COMPARATIVE
methods to prevent, diagnose, treat EFFECTIVEMESS

and monitor a clinical condition or to
Improve the delivery of care. The
purpose of CER Is to assist
consumers, clinicians, purchasers and
policy makers to make informed
decisions that will improve health care
at both the individual and population
[SV/E]IS

GAPpNet



http://www.nap.edu/catalog/12648.html�

NCI ARRA Funding Opportunity
Comparative Effectiveness Research in
Genomics and Personalized Medicine

Center for
Comparative
Effectiveness

Research in Cancer

Genomics -

CANCERGEN
Fred Hutchinson

Comparative
Effectiveness in
Genomic and

Personalized Medicine

for Colon Cancer
Kaiser

COMMENTARY

Comparative effectiveness research and genomic
medicine: An evolving partnership for 21st century
medicine

Muin J. Khoury'?, Eugene C. Rich 3 Gurvaneet Randhawa®, Steven M. Teutsch®, and John Niederhuber®

Abstract: The Amencan Recovery and Remvestment Act has provided
resources for comparative effectivencss msearch that will lead o evidence-
based decisions about health and health care choices. Some have voiced
concems that evidence-based comparnutive effectiveness rescarch prmciples
are only relevant 1o “average™ patients and not as much to individuals with
unique combinations of genes, expasures and dissase cutcomes, and n-
tringic to genomic medicine. In this commentary, we argue that compam-
tive cffectivencss rescarch and genomic medicine not only can and should
coexist but also they will increasmgly benefit from each other. The promise
and success of genomic medicine will depend on rigorous comparatne
effectiveness research methods to compare outcomes for genome-based
spplications in practice to traditional non-genome-based spproaches. In
addition, the success of comparative effectivencss research will depend on
developing new methods and clinical mesearch infrastructunss o integrate
genome-based personalized perspectives into point of cam decisions by
patients and providers. There is a need to heal the apparent schism between
genomic medicine and comparative effectivencss msearch 1o enhance

doodoir i tion Af mandicine in the Vet renhens  Comt Mad

will increasingly benefit from each other. The promise and
success of GM will depend on rigorous CER methods to com-
pare outcomes for genome-based applications in practice to
traditional non—genome-hased approaches. However, the suc-
cess of CER will depend on developing new approaches, and
building the capacity to integrate genome-based personalized
perspectives into point of care decisions by patients and pro-
viders. Although we do not present any novel concepts in this
article, we aim to clarify the issues that have led to an apparent
schism between GM and CER and highlight recent initiatives
that will strengthen and link GM and CER to enhance knowl-
edge-driven practice of medicine in the 21st century.

What is comparative effectiveness research?
CER has been defined in many ways.'2-'* The Congressional
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GAPPNet Translation Research and

Programs: Connecting the Dots

Project Locator: Active Genomic Translation Projects SUBMIT

: : , : : . : . Ics translati
Click on the yellow dots in the map below to find genomic translation projects that are currently being conducted by academic r;':,f::’:,:,,:f:;,: ,:"

and research institutions, and state health departments. Read more about genomics translation projects and view projects by the Project Locator

funding agency.

Philadelphia, Pennsylvania

Communicating Genetic Test
Results to the Family

Facilitating Informed Decisions for
MSI Testing

Prophylactic surgery in carriers of
BRCA 1/2 mutations

Comparative Effectiveness in
Genomic Medicine
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GAPPNet Current Structure

Stakeholder Gencm_ic
Organizations Translation

Projects

GAPPNet
Planning Group

Seven Working Groups

Knowledge Synthesis, Evidence-based Recommendations, Translation
Program, Translation Research, Family History, Communication,
Partners and Policy

Database of Genomic Applications, Reviews,
Recommendations and Projects




GAPPNet
Putting Stakeholders “in the Same Room”
and Connecting them to Data

2 NING cCreate a Ning Network! LGS LNl Scarch GAPPNet Interest G

GAPPNet Interest Groups

Genomic Applications in Practice and Prevention Network (GAPPNet)

Invite My Page Members Forum Events Groups Inaugural Meeting

Welcome to GAPPNet Interest Groups, Muin Khoury!
Here are a few things you can do right now... ’
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Public Health: Using Genomic Information to B Inbox
Improve Health Now and in the Future ¥ alerts
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%8 Choosing a discussion forum name
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Initial Focus of GAPPNet
EGAPP

Evidence-based
Recommendations

Knowledge .
Synthesis Translation
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Groups
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EGA Journal
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GAPPNet

Putting Stakeholders “in the Same Room”

and Connecting them to Data
Theme 1-Building the Data from Translation Research
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Discovery T1 Health T2 T3 Health T4  Health
Application Practice Impact

Recommendation

DISCOVER PRACTICE

Theme 2- Dealing with Stakeholder Forces Affecting Translation
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