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Overview
dbGaP Main Study Page
• Study description
• List of Consent Groups and 

the number of participants 
per group

• Links to other NCBI/dbGaP 
resources related to this 
study

Available Tabs
• Phenotype Datasets
• Variables
• Molecular Datasets
• Documents



Cancer/Epidemiological Variables in dbGaP 
Datasets 

Variable ZVariable YVariable X

Cancer/epi variables are 
found within Phenotype  

Datasets

(Molecular 
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Analyses, and 
Document)

Variables may be 
organized under different 

phenotype datasets

Phenotype 
Dataset B

Phenotype 
Dataset A

dbGaP Dataset



Phenotype Datasets Tab
Phenotype Datasets dbGaP 
Page provides Dataset 
description and list of variables
• Links to the Variable Report 

and Data Dictionary are also 
provided

• To view all datasets, you 
must select one of the links 
in the red circle

NOTE: dbGaP page only shows 
one dataset at a time



List of all Phenotype Datasets
**Each Dataset name link takes you to the dbGaP page for that dataset



Browse Phenotype Datasets via Advanced 
Search



Browse Phenotype Datasets via 
Advanced Search

“Variable Report and 
Data Dictionary” is the 
direct link for the index 
of the phenotype 
dataset’s phenotype 
variables summaries. 
This folder is also 
available through the 
main dataset’s public FTP.



Variables Tab
Variables dbGaP page 
proves description of a variable 
and lists which dataset it 
belongs to
• Also provides statistical 

summary of variable across 
the consent groups

• To view all variables, you must 
select one of the links in the 
red circle

NOTE: dbGaP page only shows 
one variable at a time



List of all Variables



Browse Variables via Advanced Search (1/2)



Browse 
Variables via 
Advanced 
Search (2/2)



Documents Tab

Documents dbGaP page is 
not always consistent but 
usually provides link or 
displays consent form, 
protocol, or questionnaire



Molecular Datasets Tab

Molecular Datasets dbGaP 
page provides a summary 
of all the available 
molecular data for the 
dataset, including 
sequencing data that is 
stored in SRA



dbGaP Accession Numbers
• Study Accession Number - Once the Study Data Outline (SDO) is completed, a study accession is assigned: 

phs######.v#.p#. The study accession is a unique, stable, and versioned identifier (ID) that can be used in 
publications. It is prefixed by "phs," indicating a phenotype study.

• The version number (.v#) and participant set number (.p#) do not change during iterations within a release cycle, but 
following release and only after changes have been made to existing data or new data is added. The Study v# is 
always incremented, while the v# for its components are only incremented when there are changes to that specific 
component. The p# is incremented when subjects in an existing study set changes consent status. The p# is never 
incremented when only new subjects are added and existing subjects have not changed consents.

• Dataset Accession Number - Each phenotype table (SC, SSM, pedigree, subject phenotypes, and sample attributes) 
is assigned a pht######.v#.

• Variable Accession Number - Each variable in a phenotype table (SC, SSM, pedigree, subject phenotypes, and 
sample attributes) is assigned a phv########.v#.

• Document Accession Number - Each study document (e.g. protocols, questionnaires, manuals of procedures and 
operations) is assigned a phd######.#, where .# is the version number.

• Molecular Data Accession Number - Each grouping of molecular data is assigned a phg######.v#.

• Analysis Accession Number - Each analysis is assigned a pha#######.v#.

Source: NCBI DbGaP Submission Guide

https://www.ncbi.nlm.nih.gov/gap/docs/submissionguide/


Resources

DbGaP Overview Video
• Watch the DbGAP Overview Video on YouTube 
Submission Guide
• View the NCBI DbGaP Submission Guide

https://www.youtube.com/watch?v=Ft5uij8ysLE&list=PL7dF9e2qSW0axAJpYaW-E7mFnTj97NlNC&index=14
https://www.ncbi.nlm.nih.gov/gap/docs/submissionguide/
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