
 

 
   

    

Finding Cancer 
Genomic Summary 
Results (GSR) in dbGaP 
• When Accession number is known vs. not known 
• Navigating dbGaP Public Study page materials and FTP site for GSR

and related information 



 

 
 

  

  
 

  

Start at the Main dbGaP 
website: 
https://www.ncbi.nlm.nih. 
gov/gap/ 

If the dbGaPAccession 
number is known: Enter 
the number starting with 
“phs” in the search bar (for 
the most comprehensive 
results, do not include .v# 
or .p# at the end) 

https://www.ncbi.nlm.nih.gov/gap/
https://www.ncbi.nlm.nih.gov/gap/


 

 
 

  

 
  

Accession Number: 
Search Results 

Datasets associated 
with the accession 
number will be listed 

GSR formatted and 
provided by the PI are 
under the “Analyses” 
tab 



 
  

 

If the dbGaP Accession 
number is not known: 
Search cancer type in 
dbGaP Advanced 
Search 



 

 
 
  

Cancer Type: 
Advanced Search 
Results 

All investigator-
provided GSR that 
match the cancer 
type searched will 
be listed under the 
“Analyses” tab 



 

  

Navigating the 
dbGaP Study 
Page 

Look for the 
“Analyses” tab 

https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs001868.v1.p1


List  of Analyses for  
the Dataset 

1. Best for sharing 
2. Best for  
navigating in  
browser   

1. 

2. 



 
 

 
  

 
  

Example: “List all 
analyses within this 
study” 

Note: dbGaP assigns 
each analysis its own 
accession number 
(pha), separate from 
the dataset accession 
number (phs) 

https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/GetListOfAllObjects.cgi?study_id=phs000342.v20.p13&object_type=analysis


 

  
 

Available 
analyses may 
also be on the 
Public FTP site 



 

   

     

   
    

   

Public FTP Site 
Breakdown 

 FTP stands for File Transfer Protocol 

 Folders contain publicly accessible data from the study 

 Select “manifest” folder for a report document showing the 
breakdown of data in all the folders 

 Folder “release notes” sometimes contain information on genomic 
summary results 



   

 
 

Public FTP Site 
with Analyses 

(available 
analysis format 
may differ) 



  
 

 
  

 

No Analyses inTab 
or Public FTP? As a 
last resort, also 
check dbGaP Study 
Release Notes 

One possible 
location is under 
the “Molecular 
Data” section 



 

 

Example: Summary 
statistics are in a 
marked folder 
described in the 
notes 
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